Vector Specificity, Host Range, and Genetic Diversity of Tomato chlorosis virus.
Tomato chlorosis virus (ToCV), family Closteroviridae, genus Crinivirus, causes interveinal chlorosis, leaf brittleness, and limited necrotic flecking or leaf bronzing on tomato leaves. ToCV can cause a decline in plant vigor and reduce fruit yield. It is emerging as a serious production problem for field and greenhouse tomato growers, and has been increasing in prevalence in many parts of the world. The virus is unique among known whitefly-transmitted viruses, due to its ability to be transmitted by four whitefly vectors from two genera. Studies demonstrated that transmission efficiency and virus persistence in the vector varies significantly among the different whitefly vectors. Trialeurodes abutilonea and Bemisia tabaci biotype B are highly efficient vectors of ToCV. B. tabaci biotype A and T. vaporariorum are less efficient vectors, but are fully capable of transmission. ToCV persists for up to 5 days in T. abutilonea, 2 days in B. tabaci biotype B, and only 1 day in B. tabaci biotype A and T. vaporariorum. ToCV has a moderately wide host range, infecting 24 host plant species in seven families. A portion of the coat protein coding region of five geographically diverse ToCV isolates was compared and found to be highly conserved. This information, coupled with existing information on conservation within the heat shock protein 70 homologue coding region, suggests that many ToCV isolates throughout the world are related very closely, and may have been distributed on plant material.